Key indicators: single-crystal X-ray study; T = 150 K; mean (C-C) = 0.003 Å; R factor = 0.022; wR factor = 0.056; data-to-parameter ratio = 13.1.
The molecular title compound, [MnCl 2 (C 5 H 5 N) 2 (H 2 O) 2 ], lies about an inversion centre. The Mn II atom is in an all-trans octahedral environment defined by two water molecules, two chloride anions and two pyridine ligands. An intermolecular hydrogen-bonding interaction between a water molecule and a chloride anion bonded to an adjacent Mn II atom generates an eight-membered ring. The crystal packing exhibits two intermolecularstacking interactions between the aromatic rings, with centroid-centroid distances of 3.485 (12) and 3.532 (12) Å .
Related literature
For hydrogen-bond motifs, see: Frost et al. (2006) . For related structures, see: Cotton et al. (1995) ; Kruszynski et al. (2001) .
Experimental
Crystal data [MnCl 2 (C 5 Table 1 Hydrogen-bond geometry (Å , ).
Symmetry code: (i) x; y À 1; z.
Data collection: CrysAlis CCD (Oxford Diffraction, 2009); cell refinement: CrysAlis RED (Oxford Diffraction, 2009 ); data reduction: CrysAlis RED; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 1997) and PLATON (Spek, 2009) ; software used to prepare material for publication: PLATON.
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Comment
The molecular structure of the title compound C 10 H 14 Cl 2 MnN 2 O 2 is isostructural with Cr (Cotton et al., 1995) compound.
The title compound is shown in Fig. 1 . The bond length of Mn-N, Mn-O, and Mn-Cl is comparable to those observed in a related crystal structure namely that diaqua-dichloro-bis(1-((2-(2,4-dichlorophenyl)-1,3-dioxalan-2-yl)methyl)-4H-1,2,4-triazol-4-yl)-manganese(II) (Kruszynski et al., 2001) . The molecule exibits two intermolecular hydrogen bonding (O-H···Cl) between water molecule coordinated to manganese and a chloride bonded to adjacent manganese center with a distance of 2.281 (15) Å ( Fig. 2 ) and 2.377 (16) Å ( Fig. 3 ) which leads to layered structure (Frost et al.., 2006) . The crystal packing exhibits two intermolecular π-π stacking interaction between the aromatic rings with the centroid to centroid distance of 3.485 (12) and 3.532 (12) Å ( Fig. 4) .
Experimental
A solution of manganese(II) chloride tetrahydrate (692 mg, 3.5 mmol) in distilled water (2 ml) was added a solution of pyridine (0.28 ml, 3.5 mmol) in a 1:1 ethanol-water mixture (2 ml) slowly. Colorless white crystals began to form at ambient temperature after a week.
Refinement
The non-hydrogen atoms were refined anisotropically whereas hydrogen atoms were refined isotropically. The other hydrogen atoms were placed in calculated positions (C-H = 0.93 Å) and included in the refinement in a riding-model approximation with U iso (H) =1.2U eq (C). The water H atoms were refined with a distance restraint. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (7) 0.0107 (7) 0.0030 (6) 0.0030 (6) 0.0037 (6) O1 0.0135 (7) 0.0115 (7) 0.0213 (7) 0.0018 (5) 0.0070 (5) 0.0066 (6) C3 0.0228 (10) 0.0162 (10) 0.0186 (9) 0.0092 (8) 0.0120 (8) 0.0092 (8) C2 0.0336 (11) 0.0135 (9) 0.0102 (8) 0.0087 (8) 0.0064 (8) 0.0051 (7) C4 0.0144 (9) 0.0114 (9) 0.0151 (9) 0.0038 (7) 0.0030 (7) 0.0043 (7) C5 0.0139 (9) 0.0140 (9) 0.0154 (9) 0.0011 (7) 0.0028 (7) 0.0060 (7) 
